RT2 Profiler PCR Array (Rotor-Gene® Format)
Mouse DNA Damage Signaling Pathway

Cat. no. 330231 PAMM-029ZR

For pathway expression analysis

Format For use with the following real-time cyclers
RT2 Profiler PCR Array, Rotor-Gene Q, other Rotor-Gene cyclers
Format R

Description

The Mouse DNA Damage Signaling RT? Profiler PCR Array profiles the expression of 84
genes involved in DNA damage signaling pathways. The genes featured are those
associated with the ATR/ATM signaling network and transcriptional targets of DNA
damage response. DNA damage can result in cell cycle arrest, apoptosis, and the
stabilization and repair of the cellular genome. Using real-time PCR, you can easily and
reliably analyze expression of a focused panel of genes related to DNA Damage Signaling

with this array.

For further details, consult the RT2 Profiler PCR Array Handbook.

Shipping and storage

RT2 Profiler PCR Arrays in the Rotor-Gene format are shipped at ambient temperature, on

dry ice, or blue ice packs depending on destination and accompanying products.
For long term storage, keep plates at —20°C.

Note: Ensure that you have the correct RT? Profiler PCR Array format for your real-time

cycler (see table above).

Note: Open the package and store the products appropriately immediately on receipt.
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Array layout

The 96 real-time assays in the Rotor-Gene format are located in wells 1-96 of the Rotor-Disc™ (plate
A1-A12=Rotor-Disc 1-12, plate B1-B12=Rotor-Disc 13-24, etc.). To maintain data analysis
compatibility, wells 97-100 do not contain real-time assays but will contain master mix to account

for weight balance.

Gene table: RT? Profiler PCR Array

Position UniGene GenBank Symbol Description

AO1 Mm.1318 NM_009594 Abl1 C-abl oncogene 1, non-receptor tyrosine kinase

A02 Mm.203 NM_009687 Apex1 Apurinic/apyrimidinic endonuclease 1

A03 Mm.5088 NM_007499 Atm Ataxia telangiectasia mutated homolog (human)

A04 Mm.212462 NM_019864 Atr Ataxia telangiectasia and rad3 related

AO5 Mm.10141 NM_009530 Atrx Alpha thalassemia/mental retardation syndrome X-linked homolog (human)

AO6 Mm.19904 NM_007527 Bax Bcl2-associated X protein

AOQ7 Mm.12932 NM_007550 Blm Bloom syndrome, RecQ helicase-like

A08 Mm.244975 NM_009764 Breal Breast cancer 1

AQ9 Mm.236256 NM_009765 Brca2 Breast cancer 2

A10 Mm.186143 NM_178309 Brip1 BRCAT1 interacting protein C-terminal helicase 1

All Mm.307103 NM_007658 Cdc25a Cell division cycle 25 homolog A (S. pombe)

A12 Mm.286602 NM_009860 Cdc25¢c Cell division cycle 25 homolog C (S. pombe)

BO1 Mm.195663 NM_007669 Cdknla Cyclin-dependent kinase inhibitor 1A (P21)

BO2 Mm.16753 NM_007691 Chek1 Checkpoint kinase 1 homolog (S. pombe)

BO3 Mm.279308 NM_016681 Chek2 CHK2 checkpoint homolog (S. pombe)

BO4 Mm.2805 NM_018831 Dclrela DNA cross-link repair 1A, PSO2 homolog (S. cerevisiae)

BO5 Mm.389334 NM_028119 Ddb2 Damage specific DNA binding protein 2

BO6 Mm.110220 NM_007837 Ddit3 DNA-damage inducible transcript 3

807 Mm.280913 NM 007948 Erecl Excision repair cross-complementing rodent repair deficiency, complementation
- group 1

B08 Mm.36524 NM 007949 Erec2 Excision repair cross-complementing rodent repair deficiency, complementation
- group 2

B09 Mm.283046 NM_012012 Exol Exonuclease 1

B10 Mm.6536 NM_016925 Fanca Fanconi anemia, complementation group A

B11 Mm.126106 NM_007985 Fancc Fanconi anemia, complementation group C

B12 Mm.160061 | NM_001033244 Fancd2 Fanconi anemia, complementation group D2

CO1 Mm.23122 NM_053081 Fancg Fanconi anemia, complementation group G

C02 Mm.2952 NM_007999 Fenl Flap structure specific endonuclease 1

C03 Mm.72235 NM_007836 Gadd45a Growth arrest and DNA-damage-inducible 45 alpha

Co4 Mm.281298 NM_011817 Gadd45g Growth arrest and DNA-damage-inducible 45 gamma

CO05 Mm.245931 NM_010436 H2afx H2A histone family, member X

C06 Mm.42201 NM_008316 Hus1 Hus1 homolog (S. pombe)

Co7 Mm.288179 NM_010715 Lig1 Ligase |, DNA, ATP-dependent

Co8 Mm.259308 NM_010774 Mbd4 Methyl-CpG binding domain protein 4

Co9 Mm.235296 NM_173189 Mcph1 Microcephaly, primary autosomal recessive 1

C10 Mm.218511 | NM_001010833 Mdc1 Mediator of DNA damage checkpoint 1

C11 Mm.440219 NM_008598 Mgmt O-6-methylguanine-DNA methyltransferase

C12 Mm.2326 NM_010798 Mif Macrophage migration inhibitory factor

D01 Mm.196006 NM_026810 Mlh1 MutL homolog 1 (E. coli)

D02 Mm.311981 NM_175337 MIh3 Mutl homolog 3 (E coli)

D03 Mm.263161 NM_010822 Mpg N-methylpurine-DNA glycosylase

D04 Mm.149071 NM_018736 Mrella Meiotic recombination 11 homolog A (S. cerevisiae)

D05 Mm.4619 NM_008628 Msh2 MutS homolog 2 (E. coli)

D06 Mm.343101 NM_010829 Msh3 MutS homolog 3 (E. coli)

D07 Mm.20866 NM_013752 Nbn Nibrin

D08 Mm.148315 NM_008743 NthI1 Nth (endonuclease Ill)-like 1 (E.coli)

D09 Mm.43612 NM_010957 Oggl 8-oxoguanine DNA-glycosylase 1

D10 Mm.277779 NM_007415 Parpl Poly (ADP-ribose) polymerase family, member 1

D11 Mm.281482 NM_009632 Parp2 Poly (ADP-ribose) polymerase family, member 2

D12 Mm.7141 NM_011045 Pcna Proliferating cell nuclear antigen

EO1 Mm.2950 NM_008886 Pms2 Postmeiotic segregation increased 2 (S. cerevisiae)

E02 Mm.35061 NM_011132 Pole Polymerase (DNA directed), epsilon

EO3 Mm.311585 NM_030715 Polh Polymerase (DNA directed), eta (RAD 30 related)

E04 Mm.244352 NM_011972 Poli Polymerase (DNA directed), iota

EO5 Mm.45609 NM_016910 Ppm1d Protein phosphatase 1D magnesium-dependent, delta isoform

E06 Mm.4048 NM_008654 Pppl1rl5a Protein phosphatase 1, regulatory (inhibitor) subunit 15A

EO7 Mm.71 NM_011159 Prkdc Protein kinase, DNA activated, catalytic polypeptide




Position UniGene GenBank Symbol Description
E08 Mm.6856 NM_013917 Pitg1 Pituitary tumor-transforming gene 1
EO9 Mm.38376 NM_011232 Rad1 RAD1 homolog (S. pombe)
E10 Mm.248489 NM_011233 Rad17 RAD17 homolog (S. pombe)
ET1 Mm.103812 NM_021385 Rad18 RAD18 homolog (S. cerevisiae)
E12 Mm.182628 NM_009009 Rad21 RAD21 homolog (S. pombe)
FO1 Mm.4888 NM_009012 Rad50 RAD50 homolog (S. cerevisiae)
FO2 Mm.471596 NM_011234 Rad51 RAD51 homolog (S. cerevisiae)
FO3 Mm.37376 NM_053269 Rad51c Rad51 homolog c (S. cerevisiae)
FO4 Mm.341756 NM_009014 Rad5111 RAD51-like 1 (S. cerevisiae)
FO5 Mm.149 NM_011236 Rad52 RAD52 homolog (S. cerevisiae)
FO6 Mm.277629 NM_011237 Rad9 RAD9 homolog (S. pombe)
FO7 Mm.259294 NM_019570 Rev1 REV1 homolog (S. cerevisiae)
FO8 Mm.305994 NM_021419 Rnf8 Ring finger protein 8
FO9 Mm.180734 NM_026653 Rpal Replication protein Al
F10 Mm.482095 NM_019710 Smcla Structural maintenance of chromosomes 1A
F11 Mm.14910 NM_007790 Smc3 Structural maintenace of chromosomes 3
F12 Mm.362118 NM_009460 Sumol SMT3 suppressor of mif two 3 homolog 1 (yeast)
GO1 Mm.4306 NM_009352 Terf1 Telomeric repeat binding factor 1
G02 Mm.259893 NM_176979 Topbp1 Topoisomerase (DNA) Il binding protein 1
G03 Mm.222 NM_011640 Trp53 Transformation related protein 53
G04 Mm.215389 NM_013735 Trp53bp1 Transformation related protein 53 binding protein 1
GO05 Mm.1393 NM_011677 Ung Uracil DNA glycosylase
G06 Mm.228805 NM_011721 Wrn Werner syndrome homolog (human)
G07 Mm.247036 NM_011728 Xpa Xeroderma pigmentosum, complementation group A
G08 Mm.2806 NM_009531 Xpc Xeroderma pigmentosum, complementation group C
G09 Mm.4347 NM_009532 Xrecl X-ray repair complementing defective repair in Chinese hamster cells 1
G10 Mm.143767 NM_020570 Xrcc2 X-ray repair complementing defective repair in Chinese hamster cells 2
Gl Mm.19082 NM_028875 Xree3 X-ray repair complementing defective repair in Chinese hamster cells 3
G12 Mm.288809 NM_010247 Xrecb X-ray repair complementing defective repair in Chinese hamster cells 6
HO1 Mm.328431 NM_007393 Actb Actin, beta
HO2 Mm.163 NM_009735 B2m Beta-2 microglobulin
HO3 Mm.343110 NM_008084 Gapdh Glyceraldehyde-3-phosphate dehydrogenase
HO4 Mm.3317 NM_010368 Gusb Glucuronidase, beta
HO5 Mm.2180 NM_008302 Hsp90ab1 Heat shock protein 90 alpha (cytosolic), class B member 1
HO6 N/A SA_00106 MGDC Mouse Genomic DNA Contamination
HO7 N/A SA_00104 RTC Reverse Transcription Control
HO8 N/A SA 00104 RTC Reverse Transcription Control
HO9 N/A SA_00104 RTC Reverse Transcription Control
H10 N/A SA_00103 PPC Positive PCR Control
H11 N/A SA_00103 PPC Positive PCR Control
H12 N/A SA_00103 PPC Positive PCR Control




Related products

For optimal performance, RT2 Profiler PCR Arrays should be used together with the RT?2 First Strand
Kit for cDNA synthesis and RT2 SYBR® Green qPCR Mastermixes for PCR.

Product

Contents

Cat. no.

RT? First Strand Kit (12)

RT2 SYBR Green ROX™ FAST

Mastermix (2)*

Enzymes and reagents for cDNA synthesis

For 2 x 96 assays in 96-well plates; suitable for use

330401
330620

with the Rotor-Gene Q and other Rotor-Gene cyclers

* Larger kit sizes available; please inquire.

RT2 Profiler PCR Array products are intended for molecular biology applications. These products are
not infended for the diagnosis, prevention, or treatment of a disease.

For up-to-date licensing information and product-specific disclaimers, see the respective QIAGEN kit
handbook or user manual. QIAGEN kit handbooks and user manuals are available at www.giagen.
com or can be requested from QIAGEN Technical Services or your local distributor.

Trademarks: QIAGEN®, Rotor-Gene®, Rotor-Disc™ (QIAGEN Group); ROX™ (Applera Corporation or its subsidiaries); SYBR®

(Molecular Probes, Inc.).
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Australia = 1-800-243-800
0800/281010
0800-79612
Brazil = 0800-557779

Austria =

Belgium =

Canada = 800-572-9613
China = 8621-3865-3865
Denmark = 80-885945
Finland = 0800-914416
01-60-920-930
Germany = 02103-29-12000
Hong Kong = 800 933 965

France -

1800 555 049

ltaly = 800-787980

Japan = 03-6890-7300

Korea (South) = 080-000-7145
Luxembourg = 8002 2076
01-800-7742-436
0800 0229592

Ireland =

Mexico =

The Netherlands =

Norway = 800-18859
Singapore = 1800-742-4368
Spain = 91-630-7050
Sweden - 020-790282
Switzerland = 055-254-22-11
UK = 01293-422-911

USA = 800-426-8157
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