QuantiNova® LNA® PCR Focus Panels
(Rotor-Gene® Format)

Mouse Mitochondrial Energy Metabolism

Cat. no. 249950 SBMM-008ZR

For study focus gene expression analysis

Shipping and storage

QuantiNova LNA PCR Focus Panels are shipped at ambient temperature. Immediately upon receipt,
they should be stored at 2-8°C for short term storage or at —-30°C to —15°C for long time storage.

Under these conditions, all components are stable for at least 12 months.
Note: Open the package and store the products appropriately immediately upon receipt.

For optimal performance, QuantiNova LNA PCR Focus Panels should be used together with the
QuantiNova Reverse Transcription Kit for cDNA synthesis and the QuantiNova SYBR® Green PCR Kit
(Mastermix) for PCR.

Panel layout (Rotor-Gene): QuantiNova LNA PCR Focus Panel

The 96 real-time assays in the Rotor-Gene format are located in wells 1-96 of the Rotor-Disc® (plate
A1-A12=Rotor-Disc 1-12, plate B1-B12=Rotor-Disc 13-24, etc.). To maintain data analysis
compatibility, wells 97-100 do not contain real-time assays but will contain master mix to account
for weight balance. Refer to the QuantiNova LNA PCR System Handbook at www.qiagen.com for

further details.
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Gene table: QuantiNova LNA PCR Focus Panel

Position Assay Name Symbol Ensembl ID Description
A01 SBM0853929 ENSOI\[/)\;J;IS%OOO Alp12a ECI;(IJS()AQKQJZSSQO9O ATPase, H+/K+ trcnsp::i:séln::cg:/\sg;cjl ;lzp)éh;4go|ypeptide Source MGl
A02 SBM0909111 ENS]AQ;JE']I’S?)]OOO Atpda E(I)\(l)ﬁ(s)l\ggszSO: ATPase, H+/K+ exchanging, gusfr;\;,;llzlgczll r;lypepiide Source MGl Symbol Acc
A03 SBM1066932 ENSZI\]A(L)JE;'(])‘O]OOO Afpdb E(;l)%ﬁggfffqo ATPase, H+/K+ exchanging, beta goslnajpﬁde Source MGl Symbol Acc MGl
oo | PRI S| i g il e
AO5 SBMO760861 ENS]I\;\(LSJSl'go;)OO Alp5b E(;\(I)SOAQSSS?(;OsO ATP synthase, H+ iransp[\(/)\réi|I'\gynn:is)zclecr::d;/i\gIF]'IQC;grg;:Iex, beta subunit Source
oo | swosso | PREOONO | BISMSCED| AT i 5oy idord ol ol o i
A07 SBMO0961781 ENS]I\(/)\lﬁJ;l(;O;)OO Alp5d E(;\ésol\gg:gfé) ATP synthase, H+ tronsp[\jreﬁrg;;nti)tzlczzsi;g: I]:]g]cg;;p;ex, delta subunit Source
A08 SBMO674546 ENS]A:;JS;(;?]OOO Atp5f1 Eg:)sol\ggggboso ATP synthase, H+ 1rcns&2}igs;nr;:rzisr;\jgfl] i%(c)zr;ﬂ;lex, subunit B1 Source
07| sovsaona | PMSTOONO [ ISWUECOD| AT i i it 9 el srt 1 i
0| sty | FSHETIOON | | EXSECID| APy s, ol e, s C2 i
| oz | AT BISMSCO0| R st il [0 vl s S i
Al2 SBM1039516 ENS]AQES;(Q)O;)OO Atp5h E(;l)%ﬁggj;}éog) ATP synthase, H+ 1rani;)ér|1isr1;;n;lr;)i:o;lﬁco:/\(gila: ;?;;Qn;plex, subunit D Source
BO1 SBM1083865 EN;;;%?;?gOO Atp5i E(;\(l)sorggsggo(? ATP synthase, H+ frans&zr':igsr;\?:riisrjgrz I;(;;;r;plex, subunit F Source
B02 SBM0980412 ENS]A;\?;:?_O]OOO Alp5i2 Eol\ésol\gggfgo(;) ATP synthase, H+ tranﬁgrigs%?:r:t:ﬁgrl] I;OQ;;r;glex, subunit F2 Source
803 SBMO919996 ENSOA;;JEI(;%OOO Alp50 E(;\:)SOI\E)\;JZS((;O: ATP synthase, H+ trans'yi\cglirsl;nr\g:(l)cA}l:nAjgclx|1F016<::;n]1p|ex, O subunit Source
804 SBM0879605 ENSZASEZS;(;?‘?OO Atpév0a? Ecl)\(l)%hg:;gzogo ATPase, H+ transporting, lysosomal ;/845;:;!’\“ A2 Source MGI Symbol Acc MGI
805 SBM0880360 EN%A;\;J;;S%OOO Atpév0d? E(I)\(l)ﬁ(s)l\gLQJsSzGSO; ATPase, H+ transporting, lysos:/\"(;l-l\;(;zlﬁl;nh D2 Source MGI Symbol Acc
B06 SBM0933939 ENSZA;\EJ?;'(;?]OOO Alpbyic2 E(;\(I)ZI\QLQJSSG‘SO: ATPase, H+ transporting, |ysos:/\rgl?|1\/911 ZL(J)bZL;nif C2 Source MGI Symbol Acc
B07 SBMO795548 EN%A;\?;;(S)O;)OO Alpbvle2 E(;\(I)S(.)A(/)\g:ffso ATPase, H+ transporting, Iysosomcl]\éL;L]Jk;L;nif E2 Source MGI Symbol Acc MGI
808 SBMO880267 EN%A;;JZI;)%OOO Alp6v1g3 E(;\(I)SOAQSZ?(;OAO ATPase, H+ transporting, Iysosan;ﬂ?\/;s;;lzugnii G3 Source MGl Symbol Acc
B09 SBM1092905 ENS]A]M;;;E%OOO Besll E(;\(l)so%ngff BCS1-like (yeast) Source MGl Symbol Acc MGI 1914071
B10 SBMO754217 ENSOA;\;J:ISZOOO Coxl1 E(;\ZJSOI\SESSA&O cytochrome c oxidase cs;;zslgll pArCc:eAiAnG]I 1],9(:]07;3(?;; chaperone Source MGI
B11 SBM0937936 ENS:':LL;S;;O?SOO Cox4il Egésof\g:]s;ogo cytochrome ¢ oxidase subunit 411 Source MGl Symbol Acc MGI 88473
B12 SBMO0777335 ENS]A:)\;J;;??]OOO Cox4i2 Egé%%g;::f cytochrome ¢ oxidase subunit 412 Source MGl Symbol Acc MGI 2135755
Co1 SBM0980011 ENSZA;\;JE;-Z?]OOO Cox5a E(;‘)%'\Q(L)Jggsoso cytochrome c oxidase subunit 5A Source MGl Symbol Acc MGI 88474
Co2 SBMO0768007 ENS]A;\;J?;??SOOO Cox5b E(;l)s()ﬁg:f;o;) cytochrome ¢ oxidase subunit 5B Source MGl Symbol Acc MGI 88475
Cco3 SBM0678243 EN?:E?;-?‘%OOO Coxbal E(;l)%ﬁgg]sfg;) cytochrome ¢ oxidase subunit 6A1 Source MGl Symbol Acc MGI 103099
Co4 SBM1060756 ENSOAQESI;)%OOO Coxéa2 E(;\(I)Sor(/)\gg;SSOSO cytochrome ¢ oxidase subunit 6A2 Source MGl Symbol Acc MGl 104649
Co5 SBM0898705 ENS;S;J;;ZIO]OOO Coxbb1 EOTJSO%EE;;;O cytochrome c oxidase, subunit 6B1 Source MGl Symbol Acc MGI 107460
Co6 SBM0986599 ENS]I:;JS;?O;)OO Cox6b2 Eg:)s()hg:f;o]o cytochrome ¢ oxidase subunit 6B2 Source MGl Symbol Acc MGl 3044182
co7 SBM0763376 ENS]A;\;JSI?)ZOOO Coxbc ECI;(IJZI\QK]JE;OSO cytochrome ¢ oxidase subunit 6C Source MGl Symbol Acc MGI 104614
Cco8 SBM0909514 EN%A;\:JSS;?OSOO Cox7a2 Egé%%gzs?ao(? cytochrome ¢ oxidase subunit 7A2 Source MGl Symbol Acc MGI 1316715
Cco9 SBM0862499 ENSZA;\;JSQ(;?]OOO Cox7a2l E(;l)?)ﬁgl;j;}f;) cytochrome c oxidase subunit 7A2 like Source MGl Symbol Acc MGI 106015
ci0 SBM0955662 EN%A;?:;(;?BOO Cox7b E(;\(I)S(n)ﬁ(/)\;IS?GaO]O cytochrome c oxidase subunit 7B Source MGl Symbol Acc MGI 1913392

ENSMUST00000 ENSMUSG00




Position Assay Name Symbol Ensembl ID Description
cn SBM0681185 237087.1 Cox8a 000035885 cytochrome ¢ oxidase subunit 8A Source MGl Symbol Acc MGI 105959
Ci12 SBM0728008 EN%A;\;J:I??4OOO Cox8¢ E&%%f;;%o cytochrome c oxidase subunit 8C Source MGl Symbol Acc MGI 1922733
DO1 SBM1087170 ENZA;\;J;:S?]OOO Cycl E(;\(I)Z%ZJZSSGSO]O cytochrome c-1 Source MGl Symbol Acc MGI 1913695
D02 SBMO875454 ENZAQ;J:;(;?]OOO Lhpp E(;\(I)SOA(I)\ES;SAO;) phospholysine phosphoP;/i\sGﬁIdisr;i.liszlri?::i;grj;;};;s:;;ie phosphatase Source
D03 SBMO713338 ENSOI\;\(LSJSS;(])O;)OO Ndufal E(;\(I)SOA(/)\:J:A(‘S?O;) NADH ubiquinone oxidoredudase] ;;k;\;n]n] Al Source MGl Symbol Acc MGl
D04 SBMO766885 ENS]AQ;J;;?O]OOO Ndufal0 E&%%ngéo(? NADH ubiquinone oxidoreducmse]s;]b:giztgm 0 Source MGI Symbol Acc MGI
DO5 SBM1025031 ENS;;\:L;;;;)?]OOO Ndufall E(;\:JSOI\E)\;JZS;B7090 NADH ubiquinone oxidoreductuse]s;.l]b;:iztsM 1 Source MGI Symbol Acc MGl
D06 SBM0954219 EN%I\]A‘L‘JE;(;?AOOO Ndufa2 E&%ﬁg?ﬁsﬁf NADH ubiquinone oxidoreductus? ;:gjr:)l;AQ Source MGI Symbol Acc MGI
D07 SBM0866718 ENS]AS;J;ZSO;)OO Ndufa3 E(;l)%ﬁgg:é@:f NADH ubiquinone oxidoredudose] ;L;ZL;I:‘I: A3 Source MGl Symbol Acc MGI
D08 SBMO758551 ENZAS:J;:E?]OOO Ndufad E&%%g:fg) Ndufa4, mitochondrial complex c]:zs;zi;;ed Source MGI Symbol Acc MGI
D09 SBMO829117 EN%A;\;;;(])%OOO Ndufa5 E(;\(l)s(,)rgggggoc)o NADH ubiquinone oxidoredudase] ;t;k;\ir;l;AS Source MGl Symbol Acc MGI
D10 SBM0985295 ENSQI\;\ESS;;)?]OOO Ndufab E(;\(I)SOA(I)\S;ZSSOOO NADH ubiquinone oxidoredudmse1 ;\;i\;rgioAé Source MGI Symbol Acc MGI
DI SBMO696267 EN%A:;J;:gO;)OO Ndufa? EOI\:JSOI\E)\E]SSBO]O NADH ubiquinone oxidoredudose] ;\;2\;ng7 Source MGI Symbol Acc MGI
D12 SBM0953077 ENS()A;\E]SI(;?SOOO Ndufa8 E(;\:)SOI\E)\;JZSQOSO NADH ubiquinone oxidoredudose] ;t:k;\;r;;AS Source MGI Symbol Acc MGI
£01 SBMO0706483 ENS]A;\;J:;S?]OOO Ndufab1 Ecl)\(ljsol\(/;:gs:‘f NADH ubiquinone oxidoreductuse]s;]b;;iétéAB'I Source MGI Symbol Acc MGl
£02 SBM0737495 EN%A;\;JS;(;?SOOO Ndufb10 E(T;(l)%ﬁgfg(()}f; NADH ubiquinone oxidoreductose];u]b;;g;10 Source MGI Symbol Acc MGl
£03 SBM0923785 EN%A(/)\;JE;’S%OOO Ndufb2 E&%%g;iof NADH ubiquinone oxidoreducfos:;#l;jr:fsB? Source MGl Symbol Acc MGI
E04 SBM0897758 EN%A;\;J]S;’(;?BOOO Ndufb3 E(;l)%ﬁggzgaozo NADH ubiquinone oxidoreducfcs:;?z;r;i;% Source MGl Symbol Acc MGl
£05 SBM1085811 ENS]A;\;JS:(;?]OOO Ndufb4 E(;\(I)sor(/)\g;;o(;) NADH ubiquinone oxidoredudas:;t;k;:r:til&t Source MGl Symbol Acc MGI
£06 SBMO778792 ENS]I\;\?E;(;O;)OO Ndufb5 E(;\(I)SOA(I)\S;(;OBO NADH ubiquinone oxidoreducfos?;l;l;;r;i:sBS Source MGI Symbol Acc MGI
£07 SBMO707931 EN%A;\;J]S;Z%OOO Ndufbé EOI\:JSOI\E)\;SS]O“O NADH ubiquinone oxidoredudus;z;i\;g;Bé Source MGl Symbol Acc MGI
£08 SBMO961969 ENS]A;\;J]S!(;?]OOO Ndufb7 E(;\:JSOI\E)\;J;(;OBO NADH ubiquinone oxidoreductus?;t;it;r;i287 Source MGl Symbol Acc MGI
£09 SBM1035746 ENS]I:;J?;??]OOO Ndufb8 E(I)\(IJZI\QKQJSSZGOO4O NADH ubiquinone oxidoredudus?;tillit;rjli258 Source MGl Symbol Acc MGI
E10 SBM0843986 EN%A;\;J?;SiOOO Ndufbo E(;l)%ﬁgl;;;}:f NADH ubiquinone OXidOTEdUdOS?;L-::jT;;BQ Source MGl Symbol Acc MGI
BN SBMO684561 ENS]A;\;J:(])’(;%OOO Ndufcl E(;l)%rgg;ssozo NADH ubiquinone oxidoreducfos? ;L:l;t;r;;C1 Source MGl Symbol Acc MG
E12 SBM0953533 ENS]A;\g]S.;’g?]OOO Ndufc2 E(;\(I)S(»)rgggff;) NADH ubiquinone oxidoredudase] ;L;iusr;:)CZ Source MGl Symbol Acc MGI
FO1 SBMO774006 ENS]'Q?;;(;?:OO Ndufs1 E(;l)s()rgg;géo;) NADH ubiquinone oxidoreductase c;‘rti;;iu]mii S1 Source MGl Symbol Acc MGI
F02 SBM1011324 ENS]I\]AaJ3S']I'207OOO Ndufs2 Eol\ésol\gl]JasngO:;O NADH ubiquinone oxidoreductase C;;Z;lﬁ;n“ S2 Source MGl Symbol Acc MGI
F03 SBM0932944 ENS]A;\E;I(;?]OOO Ndufs3 E(;\:)SOI\S(L)J:?]O(;) NADH ubiquinone oxidoreductase c;); ;l;l;l;nif S3 Source MGl Symbol Acc MGI
Fo4 SBM0794027 ENSQA;\;JS;(;?]OOO Ndufsd Ecl)\(ljsol\gt;.ls?:“O NADH ubiquinone oxidoreductase c;);i;l;bal;nit S4 Source MGI Symbol Acc MGI
F05 SBM0891711 ENgg/(\)Li%'l:lo(])gOO Ndufs5 Egé%%g;ff; NADH ubiquinone oxidoreductase c;)é;(s)t;l;t;nit S5 Source MGI Symbol Acc MGI
F06 SBM0749955 ENSOA;\;JS;’(;?SOOO Ndufsé E(;l)%ﬁggfé@oog) NADH ubiquinone oxidoreductase co]r(;e;;:;nif S6 Source MGI Symbol Acc MGI
F07 SBM0759294 EN%A;\;J;;’??éOOO Ndufs7 E(;\(I)S('JAE)\;JSSSO:;O NADH ubiquinone oxidoreductase cr;z;zk;t;nif S7 Source MGI Symbol Acc MGI
Fo8 SBM0940988 ENZA;\;J;I??]OOO Ndufs8 E(;\(I)SOA(I)\S:;SSOAO NADH ubiquinone oxidoreductase C;;Z;l(_l)l;t;n“ S8 Source MGl Symbol Acc MGI
F09 SBM1076691 EN;:;[iZI;O(])gOO NdufT E(;l)sorggjgog) NADH ubiquinone oxidoreductase co]rg;;sb;mif V1 Source MGl Symbol Acc MGI
F10 SBMO836353 ENSQ/:%ZI'?O(])ZOO Ndufv?2 Eol\ésol\ggjggof NADH ubiquinone oxidoreductase c;);;;\.]lk;uonit V2 Source MGl Symbol Acc MGI




Position Assay Name Symbol Ensembl ID Description
F11 SBM0772395 | ENSMUSTO0000 Ndufv3 ENSMUSGO00 | NADH ubiquinone oxidoreductase core subunit V3 Source MGl Symbol Acc MGI
189436.2 000024038 1890894
ENSMUST00000 ENSMUSG00 . .
F12 SBM0785022 000985.6 Oxall 000000959 oxidase assembly 1-like Source MGl Symbol Acc MGI 1916339
ENSMUST00000 ENSMUSG00 . .
GO1 SBM1006267 162028.1 Ppal 000020089 pyrophosphatase (inorganic) 1 Source MGl Symbol Acc MGI 97831
ENSMUST00000 ENSMUSG00 ) .
G02 SBMO0800911 125858.4 Ppa2 000028013 pyrophosphatase (inorganic) 2 Source MGl Symbol Acc MGl 1922026
ENSMUST00000 ENSMUSGO00 succinate dehydrogenase complex, subunit A, flavoprotein (Fp) Source MGI
Go3 SBM1018273 160667.7 Sdha 000021577 Symbol Acc MGI 1914195
ENSMUST00000 ENSMUSGOO | succinate dehydrogenase complex, subunit B, iron sulfur (Ip) Source MGl Symbol
Go4 SBM1002550 129181.7 Sdhb 000009863 Acc MGI 1914930
ENSMUST00000 ENSMUSGO00 succinate dehydrogenase complex, subunit C, integral membrane protein
605 SBM1022909 081560.4 Sdhe 000058076 Source MGl Symbol Acc MGI 1913302
ENSMUST00000 ENSMUSGO00 succinate dehydrogenase complex, subunit D, integral membrane protein
G0s SBM0695141 000175.5 Sdhd 000000171 Source MGl Symbol Acc MGI 1914175
ENSMUST00000 ENSMUSG00 ubiquinol-cytochrome c reductase, complex IIl subunit XI Source MGl Symbol
BM 4 11
co7 SBMO974886 |~ 38428 7 Uacr 000020163 Acc MGI 1913844
ENSMUST00000 ENSMUSGO00 | ubiquinol-cytochrome c reductase core protein 1 Source MGl Symbol Acc MGl
BM082 4 1
co8 SBM082705 195387.1 Ugere 000025651 107876
ENSMUST00000 ENSMUSGO0 | ubiquinol cytochrome c reductase core protein 2 Source MGl Symbol Acc MGI
09 SBM0962384 123704.8 Vacre2 | 500030884 1914253
ENSMUST00000 ENSMUSGOO | ubiquinol-cytochrome c reductase, Rieske iron-sulfur polypeptide 1 Source MGl
c1o SBM0730783 042834.3 UacrsT | 000038462 Symbol Acc MGI 1913944
ENSMUST00000 ENSMUSGOO0 | ubiquinol-cytochrome ¢ reductase hinge protein Source MGl Symbol Acc MGI
Gl SBMI01S926 | 4971751 Yacrth | 500063882 1913826
ENSMUST00000 ENSMUSGOO0 | ubiquinol-cytochrome ¢ reductase, complex Ill subunit VII' Source MGI Symbol
c12 SBM0925011 061326.4 Yacra | 900044894 Acc MGI 107807
ENSMUST00000 ENSMUSGO00 .
HO1 SBM1220560 10049710 Actb 000029580 actin, beta Source MGl Symbol Acc MGI 87904
ENSMUST00000 ENSMUSGO00 . .
HO2 SBM0675336 102476.4 B2m 000060802 beta-2 microglobulin Source MGl Symbol Acc MGl 88127
ENSMUST00000 ENSMUSG00 glyceraldehyde-3-phosphate dehydrogenase Source MGl Symbol Acc MGI
H BM122! 2 h
03 > 036 117757.8 Capd 000057666 95640
ENSMUST00000 ENSMUSG00 .
HO4 SBM1220563 026613.13 Gusb 000025534 glucuronidase, beta Source MGl Symbol Acc MGl 95872
ENSMUST00000 ENSMUSGOO0 | heat shock protein 90 alpha (cytosolic), class B member 1 Source MGl Symbol
HOS SBMI220564 | =y g469.7 | PP | 000023944 Acc MGI 96247
HO6 SBM1218554 Sybr_MGDC MGDC Sybr_ MGDC Mouse Genomic DNA Contamination
HO7 SBH1218551 Sybr_QIC QlIC Sybr_QIC QuantiNova Internal Control
HO8 SBH1218551 Sybr_QIC QIC Sybr_QIC QuantiNova Internal Control
HO9 SBH1218551 Sybr_QIC QIC Sybr_QIC QuantiNova Internal Control
H10 SBH1218550 Sybr_PPC PPC Sybr_PPC Positive PCR Control
H11 SBH1218550 Sybr_PPC PPC Sybr_PPC Positive PCR Control
H12 SBH1218550 Sybr_PPC PPC Sybr_PPC Positive PCR Control







Related products

Product Contents Cat. no.
QuantiNova LNA PCR QC These panels are designed to assess the quality of 249940
Panel RNA samples before characterization using

QuantiNova LNA PCR Focus Panels; available in

96-well, 384-well, and Rotor-Disc 100 formats
QuantiNova Reverse For 10 x 20 ul reactions: 20 ul 8x gDNA Removal 205410
Transcription Kit (10)* Mix, 10 ul Reverse Transcription Enzyme, 40 ul

Reverse Transcription Mix (containing RT primers),

20 ul Internal Control RNA, 1.9 ml RNase-Free

Water
QuantiNova SYBR Green For 100 x 20 ul reactions: 1 ml QuantiNova SYBR 208152
RT-PCR Kit (100)* Green RT-PCR Master Mix, 20 ul QuantiNova SYBR

Green RT Mix, 20 ul Internal Control RNA, 500 ul

Yellow Template Dilution Buffer, 250 ul ROX

Reference Dye, 1.9 ul RNase-Free Water
QuantiNova SYBR Green PCR  For 100 x 20 ul reactions: 1 ml 2x QuantiNova 208052

Kit (100)*

*Larger kit sizes available.

SYBR Green PCR Master Mix, 500 ul QuantiNova
Yellow Template Dilution Buffer, 250 ul QN ROX
Reference Dye, 1.9 ml Water

The QuantiNova LNA PCR Focus Panels are intended for molecular biology applications. These
products are not intended for the diagnosis, prevention or treatment of a disease.

For up-to-date licensing information and product-specific disclaimers, see the respective QIAGEN kit
handbook or user manual. QIAGEN kit handbooks and user manuals are available at www.qgiagen.
com or can be requested from QIAGEN Technical Services or your local distributor.

Trademarks: QIAGEN®, LNA®, QuantiNova®, Sample to Insight” (QIAGEN Group); SYBR® (Life Technologies Corp.). Registered

names, trademarks, etc. used in this document, even when not specifically marked as such, are not to be considered unprotected

by law.
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