QuantiNova® LNA® Probe PCR Focus Panels
(Rotor-Gene® Format)

Mouse Drug Metabolism

Cat. no. 249955 UPMM-002ZR

For study focus gene expression analysis

Shipping and storage

QuantiNova LNA Probe PCR Focus Panels are shipped at room temperature. Immediately upon
receipt, they should be stored protected from light at 2-8°C for short term storage or at ~30°C to
—-15°C for long time storage. Under these conditions, all components are stable for at least 12

months.
Note: Open the package and store the products appropriately immediately upon receipt.

For optimal performance, QuantiNova LNA Probe PCR Focus Panels should be used together with
the QuantiNova Reverse Transcription Kit for cDNA synthesis and the QuantiNova Probe PCR Kit
(Mastermix) for PCR.

Panel layout (Rotor-Gene): QuantiNova LNA Probe PCR Focus Panel

The 96 real-time assays in the Rotor-Gene format are located in wells 1-96 of the Rotor-Disc® (plate
A1-A12=Rotor-Disc 1-12, plate B1-B12=Rotor-Disc 13-24, etc.). To maintain data analysis
compatibility, wells 97-100 do not contain real-time assays but will contain master mix to account
for weight balance. Refer to the QuantiNova LNA Probe PCR Handbook ot www.giagen.com for

further details.
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Gene table: QuantiNova LNA Probe PCR Focus Panel

Position Assay Name Symbol Ensembl ID Description
A01 UPFM078360 | ENSMUST00000 Abcb] ENSMUSGOO | ATP-binding cassette, sub-family B (MDR/TAP), member 1A Source MGl Symbol
9 047753.4 cola 000040584 Acc MGI 97570
A02 UPFM082542 | ENSMUST00000 Abcb b ENSMUSGOO | ATP-binding cassette, sub-family B (MDR/TAP), member 1B Source MGl Symbol
2 009058.9 ¢ 000028970 Acc MGI 97568
A03 UPFM071083 | ENSMUST00000 Abcbd ENSMUSGO0 | ATP-binding cassette, sub-family B (MDR/TAP), member 4 Source MGl Symbol
0 003717.12 000042476 Acc MGI 97569
A04 UPFM076608 | ENSMUST00000 Abccl ENSMUSGOO0 | ATP-binding cassette, sub-family C (CFTR/MRP), member 1 Source MGI Symbol
4 144676.2 000023088 Acc MGl 102676
UPFM068439 | ENSMUST00000 ENSMUSGO00 . . L
AO5 5 162948.6 Aocl 000029811 amine oxidase, copper-containing 1 Source MGl Symbol Acc MGI 1923757
UPFM098557 | ENSMUST00000 ENSMUSG00
A06 8 004232.9 Adh1 000074207 alcohol dehydrogenase 1 (class I) Source MGl Symbol Acc MGI 87921
A07 UPFM063770 | ENSMUST00000 Adhd ENSMUSGO00 | alcohol dehydrogenase 4 (class 1), pi polypeptide Source MGl Symbol Acc MGI
0 013458.8 000037797 1349472
A08 UPFM087144 | ENSMUST00000 Adh5 ENSMUSG00 alcohol dehydrogenase 5 (class Ill), chi polypeptide Source MGl Symbol Acc
9 162024.1 000028138 MGI 87929
UPFM087474 | ENSMUST00000 ENSMUSG00
A09 3 116436.8 Ahr 000019256 aryl-hydrocarbon receptor Source MGl Symbol Acc MGI 105043
UPFM073730 | ENSMUST00000 ENSMUSG00 . .
A10 7 1374481 Alad 000028393 aminolevulinate, delta-, dehydratase Source MGl Symbol Acc MGl 96853
ATl UPFMO077566 | ENSMUST00000 Aldhlal ENSMUSGO0 | aldehyde dehydrogenase family 1, subfamily A1 Source MGI Symbol Acc MGI
5 225337.2 000053279 1353450
UPFM100786 | ENSMUST00000 ENSMUSG00 . .
A12 3 108574.2 Alox12 000000320 arachidonate 12-lipoxygenase Source MGl Symbol Acc MGI 87998
UPFM066319 | ENSMUSTO0000 ENSMUSGO00 . .
BO1 9 019068.6 Alox15 000018924 arachidonate 15-lipoxygenase Source MGl Symbol Acc MGI 87997
UPFM067709 | ENSMUST00000 ENSMUSG00 . .
B0O2 5 1645477 Alox5 000025701 arachidonate 5-lipoxygenase Source MGl Symbol Acc MGl 87999
UPFM092642 | ENSMUST00000 ENSMUSG00 . .
BO3 1 1728081 Apoe 000002985 apolipoprotein E Source MGl Symbol Acc MGI 88057
804 UPFM084244 | ENSMUST00000 At ENSMUSGO00 aryl hydrocarbon receptor nuclear translocator Source MGl Symbol Acc MGl
6 156653.7 " 000015522 88071
805 UPFM091682 | ENSMUST00000 Asnal ENSMUSGO00 arsA arsenite transporter, ATP-binding, homolog 1 (bacterial) Source MGI
4 2117021 sna 000052456 Symbol Acc MGI 1928379
UPFM072062 | ENSMUST00000 ENSMUSG00 I
B06 s 135529 7 Blvra 000001999 biliverdin reductase A Source MGl Symbol Acc MGI 88170
B07 UPFM065781 | ENSMUST00000 Blvrb ENSMUSGOO | biliverdin reductase B (flavin reductase (NADPH)) Source MGl Symbol Acc MGl
1 037399.15 v 000040466 2385271
UPFM092406 | ENSMUST0O0000 ENSMUSGO00
BO8 s 044602.7 Ceslg 000057074 carboxylesterase 1G Source MGl Symbol Acc MGI 88378
UPFM068223 | ENSMUST00000 ENSMUSGO00
B09 6 055052.5 Ces2c 000061825 carboxylesterase 2C Source MGl Symbol Acc MGI 2385905
UPFM074070 | ENSMUST00000 ENSMUSG00
B10 9 065797.6 Chst1 000027221 carbohydrate sulfotransferase 1 Source MGl Symbol Acc MGI 1924219
UPFM087929 | ENSMUST00000 ENSMUSG00
B11 7 165430.7 Comt 000000326 catechol-O-methyltransferase Source MGl Symbol Acc MGI 88470
UPFM093661 | ENSMUST00000 ENSMUSG00
B12 5 1628342 Cyb5r3 000018042 cytochrome b5 reductase 3 Source MGl Symbol Acc MGl 94893
col UPFM094748 | ENSMUST00000 Cyol1b2 ENSMUSGOO0 | cytochrome P450, family 11, subfamily b, polypeptide 2 Source MGI Symbol
5 167634.1 YP 000022589 Acc MGI 88584
co2 UPFM063420 | ENSMUST00000 Cynl7al ENSMUSGO0 | cytochrome P450, family 17, subfamily a, polypeptide 1 Source MGI Symbol
5 026012.7 vP 000003555 Acc MGI 88586
co3 UPFM074620 | ENSMUST00000 Cyo19al ENSMUSGO00 cytochrome P450, family 19, subfamily a, polypeptide 1 Source MGl Symbol
1 215736.1 YPTTeT | 000032274 Acc MG 88587
Co4 UPFM076795 | ENSMUST00000 Cyolal ENSMUSGOO | cytochrome P450, family 1, subfamily a, polypeptide 1 Source MGl Symbol Acc
1 034865.5 PIel | 000032315 MGI 88588
co5 UPFM085894 | ENSMUST00000 Cypla2 ENSMUSGOO | cytochrome P450, family 1, subfamily a, polypeptide 2 Source MGl Symbol Acc
9 034860.4 YP1e% | 000032310 MGI 88589
co6 UPFM082049 | ENSMUST00000 Cyp27b1 ENSMUSG00 cytochrome P450, family 27, subfamily b, polypeptide 1 Source MGl Symbol
7 165764.7 ® 000006724 Acc MGI 1098274
co7 UPFM090001 | ENSMUST00000 Cyn2c29 ENSMUSGOO | cytochrome P450, family 2, subfamily ¢, polypeptide 29 Source MGl Symbol Acc
8 003137.14 ypee 000003053 MGI 103238
cos UPFM081566 | ENSMUST00000 Cyo2el ENSMUSGOO | cytochrome P450, family 2, subfamily e, polypeptide 1 Source MGI Symbol Acc
5 210403.1 P2l | 000025479 MGI 88607
co9 UPFM100246 | ENSMUST00000 Cyp3all ENSMUSGO0 | cytochrome P450, family 3, subfamily a, polypeptide 11 Source MGI Symbol
3 035918.7 YP 000056035 Acc MGI 88609
clo UPFM067612 | ENSMUST00000 Cyn3add ENSMUSGOO0 | cytochrome P450, family 3, subfamily a, polypeptide 44 Source MGI Symbol
5 067479.5 P 000054417 Acc MGI 2449818
UPFM093669 | ENSMUSTO0000 ENSMUSGOO0 | cytochrome P450, family 4, subfamily b, polypeptide 1 Source MGl Symbol Acc




Position Assay Name Symbol Ensembl ID Description

Cl1 0 135569.7 Cyp4b1 000028713 MGI 103225

C12 UPFM(;82864 ENS]A;\EJSEZO;)OO Ephx1 E(;g%%g;?f: epoxide hydrolase 1, microsomal Source MGl Symbol Acc MGl 95405

D01 UPFM(?IM 929 ENZA;\;J;;(;?]OOO Ephx2 E&;%%g;gﬁ? epoxide hydrolase 2, cytoplasmic Source MGl Symbol Acc MGI 99500

D02 UPFM(;89844 ENS]A::L;:;?‘O;)OO Faah E(;:l)s()ﬁggj?;)]o fatty acid amide hydrolase Source MGl Symbol Acc MGI 109609

D03 UPFM(ZZSW ENS]A;\(L)JSI;)%OOO Fbp1 E(;\(I)SOA(I)\E:SOOSO fructose bisphosphatase 1 Source MGl Symbol Acc MGl 95492

D04 UPFMO;5398 ENS]A;\ES;ZO;)OO Gad1 Eol\ésor\gggngo(;) glutamate decarboxylase 1 Source MGl Symbol Acc MGl 95632

D05 UPFMO;’“B“ ENSO“;‘;SE(;%OOO Gad2 E&%“g;’jfgof glutamic acid decarboxylase 2 Source MGI Symbol Acc MGI 95634

D06 UPFM28]437 ENS;(;\[QJ;‘]I‘(;%OOO Gekr E&%%ESSSOA‘O glucokinase regulatory protein Source MGl Symbol Acc MGI 1096345

D07 UPFM(166823 ENS]":;JZS;?)O;)OO Ggtl E(;IJ%ASBJS;OSO gamma-glutamyliransferase 1 Source MGl Symbol Acc MGl 95706

D08 UPFM%70892 ENZAS;J::)-(;?]OOO Gpil E(;\(I)ZI\QEJZ‘(‘BZO;) glucose phosphate isomerase 1 Source MGl Symbol Acc MGI 95797

D09 UPFM%9]OS7 ENS]%?;;??]OOO Gpx1 E&%%z;gsof glutathione peroxidase 1 Source MGl Symbol Acc MGI 104887

D10 UPFM0699994 ENS;;?E;??]OOO Gpx2 E(;\(I)SOA(/)\E;SOOBO glutathione peroxidase 2 Source MGl Symbol Acc MGI 106609

D11 UPFM287429 ENS]A:;?;?‘?]OOO Gpx3 EOI\:JSO'\S:J::SG:?O glutathione peroxidase 3 Source MGI Symbol Acc MGI 105102

D12 UPFM%97898 ENS]A]AEE;?%OOO Gpx5 E(;\:)S()'\S(L)Jjgof‘to glutathione peroxidase 5 Source MGl Symbol Acc MGI 104886

EO1 UPFM(;72352 ENSO':;JS;;)%OOO Gsr E(')\:)So%:f?gof glutathione reductase Source MGl Symbol Acc MGI 95804

E02 UPFM(:;683O ENS]A;\;J]S;(;?]OOO Gstal E(:é%%gjfgog? glutathione S-transferase, alpha 1 (Ya) Source MGl Symbol Acc MGI 1095417

EO3 UPFM(Z74737 ENOS;/;L;)?;O?EOO Gsta3 E&l)%%g:gaof glutathione S-transferase, alpha 3 Source MGl Symbol Acc MGl 95856

E04 UPFM%65559 ENZA;\;J;:(;?]OOO Gsta4 E(;\(l)%'\ggzs:?fso glutathione S-transferase, alpha 4 Source MGl Symbol Acc MGI 1309515

EO5 UPFM(;N 827 ENS]A;\?:;(;%OOO Gstm1 E&%%:;?;SO glutathione S-transferase, mu 1 Source MGl Symbol Acc MGI 95860

E06 UPFM(;ééé?] ENSOA;\;J;:(;%OOO Gstm?2 E(;\(I)S()ré\fgsGéOQO glutathione S-transferase, mu 2 Source MGI Symbol Acc MGI 95861

E07 UPFM(274073 EN%AS:J]S;(;%OOO Gstm3 E&%%gjg:aogo glutathione S-transferase, mu 3 Source MGI Symbol Acc MGI 106026

E08 UPFMO;2236 ENS]';‘;;;(;O;)OO Gstm4 E(;\:JSOI\E)\;J;:?O(;) glutathione S-transferase, mu 4 Source MGI Symbol Acc MGI 95862

E09 UPFMO775072 ENS]A;\ESEZO;)OO Gstm5 E&?ggjg:; glutathione S-transferase, mu 5 Source MGl Symbol Acc MGI 1309466

E10 UPFM(;78306 ENSZA;;JSS;(;?]OOO Gstpl E(;‘J%%SSSGOO: glutathione S-transferase, pi 1 Source MGl Symbol Acc MGl 95865

ET1 UPFMO778444 ENS]A;\;J;;E%OOO Gsttl E(;l)?)ﬁggfé@éof glutathione S-transferase, theta 1 Source MGI Symbol Acc MGI 107379

E12 UPFM100154 | ENSMUST00000 Gstz] ENSMUSG00 glutathione transferase zeta 1 (maleylacetoacetate isomerase) Source MG
7 220574.1 000021033 Symbol Acc MGI 1341859

FO1 UPFMO774256 ENS(';:)UéT-QO?gOO Hk2 E(;\(I)Sor(/)\ggéGQOBO hexokinase 2 Source MGl Symbol Acc MGI 1315197

FO2 UPFM093572 | ENSMUST00000 Hsd17b1 ENSMUSGO00 hydroxysteroid (17-beta) dehydrogenase 1 Source MGl Symbol Acc MGI
3 019445.5 000019301 105077

F03 UPFM074192 | ENSMUST00000 Hsd17b2 ENSMUSG00 hydroxysteroid (17-beta) dehydrogenase 2 Source MGl Symbol Acc MGI
1 034304.8 000031844 1096386

Fo4 UPFM096349 | ENSMUST00000 Hsd17b3 ENSMUSGO00 hydroxysteroid (17-beta) dehydrogenase 3 Source MGl Symbol Acc MGI
5 166224.7 000033122 107177

FO5 UPFM(;83358 ENS]A;\;JSSS?IOOO Lpo E&%%g:?:: lactoperoxidase Source MGl Symbol Acc MGI 1923363

FO6 UPFM(;«S] 393 ENS]A;\;JS;?O;)OO Mgst1 E(;‘)%%g:?f(? microsomal glutathione S-transferase 1 Source MGl Symbol Acc MGI 1913850

FO7 UPFM%73509 ENS]A;\;J:;-SZOOO Mgst2 E(;I)Z%;ijoof microsomal glutathione S-transferase 2 Source MGl Symbol Acc MGl 2448481

FO8 UPFM(;SO] o7 EN?;:SS(;%OOO Mgst3 E(;\(I)S()r(/)\;?fgogo microsomal glutathione S-transferase 3 Source MGI Symbol Acc MGI 1913697

FO9 UPFM(197324 ENS]A;\?;;(S)O;)OO Mpo E(;\(I)SOAQS:;S;(? myeloperoxidase Source MGl Symbol Acc MGI 97137

F10 UPFM%R] 10 EN%I\;\:JZS']I'ZO;)OO Mt2 E()’\:JSO'\S;SSSQO metallothionein 2 Source MGI Symbol Acc MGI 97172




Position Assay Name Symbol Ensembl ID Description
F11 UPFM088507 | ENSMUST00000 Mi3 ENSMUSG00 metallothionein 3 Source MGI Symbol Acc MGI 97173
0 211915.1 000031760
UPFM087025 | ENSMUST00000 ENSMUSG00
F12 2 152498.7 Mthfr 000029009 methylenetetrahydrofolate reductase Source MGl Symbol Acc MGI 106639
UPFMO071643 | ENSMUST00000 ENSMUSG00
GO1 2 212171.1 Nat1 000025588 N-acetyl transferase 1 Source MGl Symbol Acc MGI 97279
G02 UPFM065279 | ENSMUST00000 Nat2 ENSMUSGO0 | N-acetyltransferase 2 (arylamine N-acetyltransferase) Source MGl Symbol Acc
2 163856.2 ° 000051147 MGI 109201
UPFM067358 | ENSMUST00000 ENSMUSG00 o .
GO03 1 1150905 Nos3 000028978 nitric oxide synthase 3, endothelial cell Source MGl Symbol Acc MGI 97362
UPFM063067 | ENSMUST00000 ENSMUSG00 .
G04 7 003947.8 Ngo1 000003849 NAD(P)H dehydrogenase, quinone 1 Source MGl Symbol Acc MGI 103187
UPFM096059 | ENSMUST00000 ENSMUSG00 . .
GO05 1 047111.12 Pklr 000041237 pyruvate kinase liver and red blood cell Source MGl Symbol Acc MGI 97604
UPFM087867 | ENSMUST00000 ENSMUSGO00 .
G06 4 213220.1 Pkm 000032294 pyruvate kinase, muscle Source MGl Symbol Acc MGI 97591
UPFM098847 | ENSMUST00000 ENSMUSG00
GO07 0 002663.11 Ponl 000002588 paraoxonase 1 Source MGl Symbol Acc MGI 103295
UPFM097694 | ENSMUST00000 ENSMUSG00
G08 3 123838.7 Pon2 000032667 paraoxonase 2 Source MGl Symbol Acc MGI 106687
UPFM084096 | ENSMUST00000 ENSMUSG00
G09 2 176948.2 Pon3 000029759 paraoxonase 3 Source MGl Symbol Acc MGl 106686
UPFMO071835 | ENSMUST00000 ENSMUSG00 .
G10 4 228962.1 Snn 000037972 stannin  Source MGl Symbol Acc MGl 1276549
UPFMO077498 | ENSMUST00000 ENSMUSG00 .
Gl1 s 2207311 Srd5al 000021594 steroid 5 alpha-reductase 1 Source MGl Symbol Acc MGI 98400
UPFM097252 | ENSMUST00000 ENSMUSG00 .
G12 s 043458.8 Srd5a2 000038541 steroid 5 alpha-reductase 2 Source MGl Symbol Acc MGI 2150380
UPFM113294 | ENSMUST00000 ENSMUSGO00 .
HO1 6 163829 1 Actb 000029580 actin, beta Source MGl Symbol Acc MGI 87904
UPFM113294 | ENSMUST00000 ENSMUSGO00 . .
HO2 7 102476.4 B2m 000060802 beta-2 microglobulin Source MGl Symbol Acc MGI 88127
HO3 UPFM113294 | ENSMUST00000 Gandh ENSMUSGO00 glyceraldehyde-3-phosphate dehydrogenase Source MGl Symbol Acc MGI
8 117757.8 °r 000057666 95640
UPFM113294 | ENSMUST00000 ENSMUSG00 .
HO4 9 026613.13 Gusb 000025534 glucuronidase, beta Source MGl Symbol Acc MGl 95872
HO5 UPFM113295 | ENSMUST00000 Hsp90ab1 ENSMUSGOO0 | heat shock protein 90 alpha (cytosolic), class B member 1 Source MGl Symbol
0 166469.7 SPPRART | 000023944 Acc MG 96247
HO6 UPFM191 2660 UPL_MGDC MGDC UPL_MGDC Mouse Genomic DNA Contamination
HO7 UPFH1126606 UPL_QIC QIC UPL_QIC QuantiNova Internal Control
HO8 UPFH1126606 UPL_QIC QIC UPL_QIC QuantiNova Internal Control
HO9 UPFH1126606 UPL_QIC QIC UPL_QIC QuantiNova Internal Control
H10 UPFH1126605 UPL_PPC PPC UPL_PPC Positive PCR Control
H11 UPFH1126605 UPL_PPC PPC UPL_PPC Positive PCR Control
H12 UPFH1126605 UPL_PPC PPC UPL_PPC Positive PCR Control







Related products

Product Contents Cat. no.
QuantiNova LNA Probe PCR  These panels are designed to assess the quality of 249945
QC Panel RNA samples before characterization using

QuantiNova LNA Probe PCR Focus Panels; available

in 96-well, 384-well, and Rotor-Disc 100 formats
QuantiNova Reverse For 10 x 20 ul reactions: 20 ul 8x gDNA Removal 205410
Transcription Kit (10)* Mix, 10 ul Reverse Transcription Enzyme, 40 ul

Reverse Transcription Mix (containing RT primers),

20 ul Internal Control RNA, 1.9 ml RNase-Free

Water
QuantiNova Probe RT-PCR Kit  For 100 x 20 ul reactions: 1 ml QuantiNova Probe 208352
(100)* RT-PCR Master Mix, 20 ul QuantiNova Probe RT

Mix, 20 ul Internal Control RNA, 500 ul Yellow

Template Dilution Buffer, 250 ul ROX Reference

Dye, 1.9 ul RNase-Free Water
QuantiNova Probe PCR Kit For 100 x 20 ul reactions: 1 ml 2x QuantiNova 208252

(100)*

*Larger kit sizes available.

Probe PCR Master Mix, 500 ul QuantiNova Yellow
Template Dilution Buffer, 250 ul QN ROX Reference
Dye, 1.9 ml Water

The QuantiNova LNA Probe PCR Focus Panels are intended for molecular biology applications.

These products are not intended for the diagnosis, prevention or treatment of a disease.

For up-to-date licensing information and product-specific disclaimers, see the respective QIAGEN kit
handbook or user manual. QIAGEN kit handbooks and user manuals are available at www.qgiagen.
com or can be requested from QIAGEN Technical Services or your local distributor.

Trademarks: QIAGEN®, LNA®, QuantiNova®, Sample to Insight” (QIAGEN Group); SYBR® (Life Technologies Corp.). Registered

names, trademarks, etc. used in this document, even when not specifically marked as such, are not to be considered unprotected

by law.
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